ABSTRACT We report the draft genome sequence of strain 1312 of Pseudomonas putida, which could be interesting to develop as a biostimulant for agriculture and soil depollution treatments.
This strain harbors 56 genes for 2 complete type II and VI secretion systems. The type VI secretion system (T6SS) is used by P. putida to deliver antibiotics in the environment for targeting numerous bacterial species (22) . The presence of 218 genes involved in the metabolism of aromatic compounds suggests that this strain could degrade a variety of such compounds. With the identification of 130 genes, we can predict resistance to antibiotics and metals. The presence of 45 genes involved in motility suggests that this strain should be motile. This strain has shown a biostimulant effect on small-scale experiments in a climatic chamber (our unpublished data).
Data availability. This whole-genome shotgun project was deposited at DDBJ/ EMBL/GenBank under the accession number NFSB00000000. The version described in this paper is the first version, NFSB01000000. The 91 contigs have been deposited under the accession numbers NFSB01000001 to NFSB01000091. Raw sequencing data sets have been registered in the NCBI Sequence Read Archive database (23) under the accession number SRR5513018.
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